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238 DE pig genes with an Accession no 38C1 5865
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151 genes mapped in total B g

QTL onchr135 781117 18 (Désautés et al. 2002)

Genes on chr 1 (11); 5 (12); 7 (15); 8 (2) 11 (2) 17 (10)

Conclusion

DE genes are spread over the different chromosomes

Do not cluster to a specific location

Thank you for your attention!
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Don't find any DE gene in your QTL region?

micro-array analysis is complementary to QTL mapping
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